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Figure 3. Comparison of S100b level in depressed group and healthy control

Introduction

Results of meta-analysis show that Increased level of s100b found in depressed persons than

HMGBI1, and NSE in Depression-induced Inflammation

Damage-associated molecular patterns (DAMPs) released from damaged or stressed cells, like
HMGBI1 and S100 proteins act as danger signals that activate immune cells that leading to inflammatory
responses.’ Moreover, following chronic inflammation, the presence of elevated NSE levels can serve as
an indicator of neuronal damage or injury.*
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Figure 2. Potential Pathway of Modulation of ®-3 PUFAs on S1008, HMGBI1, and NSE in Depression-induced
Inflammation

Up to September 5th, 2024, we conducted data search on 3 electronic databases, including PubMed, Web
of Science, and Embase. The inclusion criteria for inclusion were as follows: (1) Studies that compared
relevant biomarkers between depressed patients and non-depressed patients; (2) Studies that included a
comparison with a healthy control group; and (3) Studies that reported data on biomarkers, specifically
mean values and standard deviations for each group. By adhering to these criteria, we ensured that the
selected studies provided robust and comparable data, enabling a comprehensive analysis of the
biomarkers' roles in depression as presented in Figure 2.
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Results of meta-analysis show that level of HMGBI1 found not significantly higher in depressed
persons than healthy control over 3 included studies. Moreover, high heterogenity 1s presented with

>T73%.
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Figure 5. Comparison of NSE level in depressed group and healthy control

Results of meta-analysis show that level of NSE found not significantly higher in depressed persons
than healthy control over 6 included studies. Subgroup analysis shows that CSF NSE level found to
be significantly higher in depressed group. Moreover, high heterogenity 1s presented as >75%.

__SE(SMD) _ SE(SMD)

027 04T
oNQ
O C{D 0O
II \‘ O l
04T ! \\ 02T " : 'l O
O 1

06T 03T

08T 04T

1 — — : — SMD o5 , , R , SMD
2 A 0 1 2 : ¥ p ! ! '

Subgroups
|6 Plasma S100b Level <> Serum S100b Level O CSF S100b Level |

Subgroups

|6 Serum HMGB1 Level <> Plasma HMGB1 Level

__SE(SMD)
02T IoX
04T

06T

08T

1 1 1 1 1 SMD
-4 -2 0 2 4

Subgroups
|6 Serum NSE Level O CSF NSE Level

Figure 6. Funnel Plots of Publication bias of (a) S100b (b)HMGBI1 (c) NSE

Funnel plots of three analyses present asymmetric distribution that reflect potential publication

bias.

Conclusion

This meta-analysis highlights S100b as potential biomarker for Ml

DD progression. Future research

could explore their use 1n monitoring treatment effectiveness for MDD.
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